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Fig. 1 Different protocols used for preparing lipoprotein EM samples
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Fig. 2 Electron micrographs of the apoE4*POPC particles prepared using different protocols™’
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Fig. 3 Histograms and fittings of particle size and shape of the apoE4*POPC prepared by different NS protocols™
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Table 1 Statistics of particle size of the apoE4*POPC prepared by different NS protocols
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